Mutagenic (53%)

High neoantigen burden

0 n=120

DDR impaired (18%)

Defects in homologous recombination

C>A/T dominant (29%)

Reduced genomic instability

Increased CD8+ T cell infiltration and chromosome segregation

:
T>G C>A C>G Cc>T : C>A
|
I e — H
:
S17 S3 1 : S18
:
:
:
:
:
:
:
. ||” | || ||. ||||| ||”||||"|| !u il |-‘. 1 I||4|. ||
AUUHAVUHLVOHAVOH o O LOE HCOUHAVVHAVY
<<<<OVOOVVOOEEEE 222200000000 ERERRRRR00000808EERERRRR000080608EE §98558853888888E H §885588558858888
Acid reflux(?) HR deficiency Ageing Unknown

C>A/T dominant Mutagenic

‘ DDR |mpa|red

S3(BRCA)  hnaiblhbbuiat idb i

S2 (APOBEC) ._u,__J.L_.h“#A,_#M
S I_I_I_J

S1 7A Nl .J 1
S18-like

S17B -

S1 (age)
B0 1 7P53status M Wildtype ' Mutant
I BN B! W ERBB2status B Amplification I Gain " Neither

HEiIldMIIOEI Y WID Em1 B N Catastrophe

WF--F 0 BFB/complex
| B Chromothripsis

H 40,000 B Kataegis

80,000 B Multiple

i N
Mutational exposure [ one

0 02 04 06 08

Mutational burden




